Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.028; wR factor = 0.072; data-to-parameter ratio = 15.7.
The title compound, [Mn(C 6 H 4 N 5 ) 2 (H 2 O) 2 ], was synthesized by the hydrothermal reaction of Mn(NO 3 ) 2 with picolinonitrile in the presence of NaN 3 . The Mn atom lies on an inversion centre. The distorted octahedral Mn environment contains two planar trans-related N,N 0 -chelating 5-(2-pyridyl)-tetrazolate ligands in the equatorial plane and two axial water molecules. O-HÁ Á ÁN hydrogen bonds generate an infinite three-dimensional network.
Related literature
For the chemisty of tetrazole, see: Arp et al. (2000) ; Dunica et al. (1991) ; Wang et al. (2005) ; Wittenberger & Donner (1993) .
Experimental
Crystal data [Mn(C 6 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrystalClear (Rigaku, 2005 ); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEPIII (Burnett & Johnson, 1996) , ORTEP3 (Farrugia, 1997) (Wang et al., 2005; Dunica et al., 1991; Wittenberger & Donner, 1993) . We report here the crystal structure of the title compound, 5-(2-pyridyl)tetrazolate-Manganese ( distances and bond angles of the tetrazole rings are in the usual ranges (Wang et al., 2005; Arp et al., 2000) .
The O atoms from water molecules are involved in intermolecular hydrogen bonds building up an infinite three-dimensional network (Table 1 , Fig. 2 ).
A mixture of picolinonitrile (0.2 mmol), NaN 3 (0.4 mmol), Mn(NO 3 ) 2 (0.15 mmol) ethanol (1 ml) and a few drops of water sealed in a glass tube was maintained at 120 °C. Yellow block crystals suitable for X-ray analysis were obtained after 3 days.
Refinement
All H atoms attached to C atoms were fixed geometrically and treated as riding with C-H = 0.93 Å and U iso (H) = 1.2U eq (C).
H atoms of water molecule were located in difference Fourier maps and included in the subsequent refinement using restraints (O-H= 0.85 (1)Å and H···H= 1.49 (2)Å) with U iso (H) = 1.5U eq (O). In the last stage of refinement they were treated as riding on the O atom. Primary atom site location: structure-invariant direct methods Extinction correction: none
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
